Description d’une premiére récolte francaise de Psathyrella ichnusae (Orstadius, Contu, E. Larsson & Vizzini)

D. Deschuyteneer & P. Tanchaud

Récolte réalisée par P. Tanchaud, sur la commune de Yves en Charente-Maritime
Coordonnées GPS :46.036274 N 1.023901 W
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Cheilocystides dont la paroi est parfois modérément épaissie et pigmentée
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Table 1 List of relevant sequences used in this publication

Species Voucher ITS LSU p-Tub ef-la
Psathyrella cf. friesii WU20344 AM712257.1 | AM712257.1
Psathyrella dicrani LO270-04 DQ389698.1 | DQ389698.1 | KJ664885.1 | KJ732797.1
Psathyrella fimiseda LO56-96 DQ389690.1 | DQ389690.1
Psathyrella friesii BRNM705638 AM712253.1 | AM712253.1
Psathyrella hirta H6008360 UDB021153
Psathyrella hirta LO142-00 DQ389702.1 | DQ389702.1 KJ732800.1
Psathyrella hololanigera Hausknecht071109 K(C992908.1 | KC992908.1 KJ732794.1
Psathyrella ichnusae Contu080106 KC992911.1 | KC992911.1 KJ732795.1
Psathyrella impexa DD6467 MK 139963.1
Psathyrella impexa LO162-03 KC992901.1 | KC992901.1 | KJ664878.1 | KJ732789.1
Psathyrella impexa LO78-93 KC992900.1 | KC992900.1
| Psathyrella impexa SAV 7-June-2002 AM712256.1 | AM712256.1
Psathyrella kitsiana LO217-85 DQ389689.1
Psathyrella laricina Smith64604 KC992914.1
Psathyrella madida LO369-06 KC992933.1 | KC992933.1 | KJ664907.1 | KJ732819.1
Psathyrella merdicola LO45-02 DQ389688.1 | DQ389688.1 KJ732798.1
Psathyrella orbicularis L0210-04 KC992898.1 | KC992898.1 KJ732787.1
Psathyrella orbicularis LO211-04 DQ389692.1 | DQ389692.1 KJ732788.1
Psathyrella orbicularis LO149-11 KC992897.1 | KC992897.1 KJ732786.1
Psathyrella parva LO81-95 KC992913.1
Psathyrella parva LO23-08 KC992912.1 | KC992912.1 | KJ664884.1 | KJ732796.1
Psathyrella pseudocasca LO17-04 DQ389691.1 | DQ389691.1 KJ732799.1
Psathyrella pseudocasca AMI241 MK045332.1
Psathyrella pseudocasca ALVI12764 MG050094.1
Psathyrella sacchariolens H6038504 UDB021184
Psathyrella sacchariolens SZMC-NL-3995 FN396133.1 | FN396182.1 | FN396331.1 | FN396233.1
Psathyrella scanica LO183-09 KC992910.1 | KC992910.1 KJ732793.1
Psathyrella scatophila LO64-95 DQ389703.1 | DQ389703.1 | KJ664896.1
Psathyrella seymourensis LO42-87 K(C992915.1
| Psathyrella seymourensis AM1733 MK045661.1
Psathyrella siccophila LO417-06 K(C992916.1 | KC992916.1 | KJ664887.1
Psathyrella sp. HHJAU37819 MG367201.1
Psathyrella sp. HHJAU37817 MG367199.1
Psathyrella sp. HHJAU37818 MG367200.1
Psathyrella sp. H6038524 UDB021204
Psathyrella sp. H6008154 UDB021142
Psathyrella sp. Contu071230 KC992909.1 | KC992909.1 | KJ664883.1 | KI732792.1
Psathyrella squamosa LO194-96 KC992940.1 | KC992940.1
Psathyrella squamosa H6036901 UDB021164
Psathyrella squamosa LO164-96 K(C992939.1 | KC992939.1
Psathyrella squamosa LO104-95 DQ389687.1 | DQ389687.1
Psathyrella squamosa HMJAU 35923 MG734729.1
Psathyrella squamosa HMJAU37816 MG367206.1
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