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{MB#551035}

Deschuyteneer daniel & Dieter Wachter

Basionyme : Hypholoma canoceps Kauffman, Papers of the Michigan Academy of Sciences 5 : 132 (1926).
Synonymes :

Psathyrella canoceps (C. H.Kauffman) A.H. Sm., Contributions from the University of Michigan Herbarium, 5 : 43 (1941)
{MB#290025}.

Drosophila canoceps (C.H. Kauffman) Kiilhner & Romagn., Flore Analytique des champignons supérieurs : 366 (1953)
{MB#296976} (non valide car le basionyme ne fut pas mentionné).

Psathyrella acutilamella ). Favre (Assoc. fong. Hauts—marais jurass.) Mater. Fl. Crypt. Suisse 10(3) : 150 (1948) (non
valide, car absence de diagnose latine).

Psathyrella lanuginosa A.H. Sm. Mem. N. Y. bot. Gdn. 24 : 186 (1972).

Psathyra gordonii f. minor J.E Lange, 1939, Fl. Agar. Dan. 4 : 93 + Tab 151, fig. E (non valide).

Psathyra pennata ss. J. E. Lange 1939 in Fl. Agar. Dan. 4: 94 + Tab. 151, fig. C (nom erroné)

Famille : Agaricales, Psathyrellaceae, Coprinopsis, sous groupe Marcescibilis.

Ecologie

Cette espece saprophyte a été récoltée en novembre 2017 a Kampenhout, Belgique, en
lisiere de feuillus divers dont de nombreux aulnes, peupliers et hétres au sein de bois
raméal fragmenté, ce qui correspond a son habitat habituel.

Orstadius la signale sous feuillus hygrophiles (aulnes, bouleaux, noisetiers, frénes) ainsi que
sous hétres et chénes, avec une préférence pour les sols calcaires, fixée a des fragments de
bois, en milieu humide. Elle apparait en général isolée ou subfasciculée comme dans ma
récolte.
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Basides : 16-25(32) x 8,5-11 um, clavées, tétrasporiques.

Spores : 7,5-8,53-9 x 4,5-4,85-5 um ; Qav 1,7-2 ; lisses, brunes avec souvent une grosse
goutte hileuse dans le NH,OH 10%, beige grisatre dans le KOH 10% ; non opaques ; ellipsoides
a oblongues de face, asymétriques de profil et alors tres |égerement amygdaliformes ou
phaséoliformes ; pore germinatif central distinct (1-1,5 um) et tronqué.

(Kits van Waveren : moyenne 8,8-9,8 x 4,9-5,4 um ; Orstadius : 8-11 x 4,5-6 um).

=
@




"#$%&'()*$+, ) 1" #$%&'()*)#!%,&()-./)0)12345)6578/)89):87,<.879)2==4><8;/).8):566<38

9718 @))
:459).2A43592538.879)89)9715BC8.879)=4C398;/)2D8=)C7)=431;)E>4FC>8C*)0)F2
134>47E<):8).275G38)2F3C198)123)C7)=4>)E<7<32>8.879)=4C39)%2;18=9)12364
2;,8H)>23E8)0);4..89)4F9C,;

I ;459)6C;5>2E<75643.8;)0)>47E)=4>)2;;8H)>23E8/)0);4..89)4F9C;)0);CF25EC)89)12.
6>8*C8Q)

I 1>C;)3238.879);CF=?>57:35BC8;)0);4..89)64C3=JC)4C)=>2D<8;K

"#3%&'()&*('+,+)-&./AL2&3&1&67 8&9,%P(:#:80/02&38B=&67>7?

1,90%.%,)MR234$52%0 =>2D<8;)89);1J<341<:47=C><8;):8)189598)925>>8/)0)12345)657

74.F38C;8;).25;).2;BC<8;)123)>2):87;59<):8;)=J85>4="7;95:8;K







"H#$%&) () $*H(




Pleurocystides réputées pour étre absentes, mais peut-étre a considérer comme étant plutot tres rares, puisque j’ai eu
I'occasion, aprés examen patient d’'une dizaine de lames, d’en observer deux, d’aspect analogue aux cheilocystides.
Melzer (communication personnelle) a fait la méme observation.

Boucles présentes entre autres a la base de certaines basidioles, ainsi qu’au niveau des hyphes du stipe.

Caulocystides abondantes, analogues aux cheilocystides, sublagéniformes, souvent a sommet fourchu et clavées.

Trame lamellaire
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86 100__jl Coprinopsis candidata - HB19840914A
|| Uncultured fungus - LS962456 [candidata
| Coprinopsis sp. - HB20101002A ] Isp.
| Coprinopsis pseudocortinata - HB20161119A ] Ipseudocortinata
ILB Coprinopsis utrifer - SZMC-NL-0591 :l lutrifera
IL Coprinopsis cerkezii-type - CNF 1/7253]] Icerkezii
ILB Coprinus coniophorus - SZMC-NL-3414 | /coniophora

100 ILB Coprinus bellulus - SZMC-NL-2341 A
W{Foprinus bellulus - SZMC-NL-2341 B Ibellula
| Coprinus cortinatus - 16428
ILBA Coprinus cortinatus - SZMC-NL-1621 | /cortinata J
| Coprinopsis sp. - CBM-FB41367 ] fyokdonensls
| Coprinopsis sp. - CBM-FB42007
100 | Coprinopsis sp. - CBM-FB39186
| Coprinopsis sp. - CBM—FBS&BZQ:I ligarashi
IL Coprinopsis nivea - TU118721
ILB Coprinopsis nivea - SZMC-NL-0847 | /nivea
| Coprinopsis nivea - 4585
| Coprinopsis afronivea-type - SFSU BAP 619 ] lafronivea
ILBA Coprinopsis pseudonivea - SZMC-NL-2340 ] Ipseudonivea
| Coprinopsis sp. - Mushroom Observer 260358
IL Coprinopsis aesontiensis-type - LZ P-7614 {assontisnsis

100 [:IL Psathyrella submicrospora - SZMC-NL-0635 :| Isubmicrospora
ILB Coprinopsis submicrospora-type - AH27055
871~ IL Coprinopsis pannucioides - DD2216
MLBA Coprinopsis pannucioides - SZMC-NL-3528 | /pannucioides
ILB Coprinopsis pannucioides - LO143-03
86 | Coprinopsis canoceps - DD2915

\3_75. Psathyrella aff. canoceps - TU118486 | /canoceps

IL Coprinopsis canoceps - LO148-95

Icortinata

100

INivei

100

Icanoceps

100

IL Coprinopsis udicola - AH:33715
ILBA Coprinopsis udicola-type - AM1240 | /udicola
IL Coprinopsis udicola - AH:33714
ILB Coprinopsis musae-type - JV06-1 79j| Imuisse
ILBA Coprinopsis musae - JV06-180
| Uncultured Agaricales - HPm2c251 :I Isp.
ILBA Coprinopsis marcescibilis - SZMC-NL-0629
ILBA Coprinopsis marcescibilis - LO31-03 Imarcescibilis
ILBA Coprinopsis marcescibilis - SZMC-NL-2140
| Uncultured Agaricaceae - C194
| Uncultured Agaricaceae - C191 [Fragllissimae
| Uncultured Agaricaceae - C193

IL Coprinopsis sp. - TU124456 Ipseudomarcescibilis

| Coprinopsis pseudomarcescibilis - AH:33710

| Coprinopsis pseudomarcescibilis - AH:33725
69+JIL Coprinopsis pseudomarcescibilis-type - AH:33711
| Coprinopsis pseudomarcescibilis - AH:33712

IL Psathyrella aff. huronensis - BRNM705635 ] Isp. J
. | Outgroup
Lu_u_uJJ_lJ_u_LLLuJJJ_Lu_u_U_u_LI_u_u_u_LI_LIJJJJ_U_LLlJ_LU_LLL

0.0 0.05 0.1 0.15 0.2 0.25

expected changes/site

774

IHSIBHSYOE" () +,$-(./-0-$/1+'/28&,$%&3*+3*0*$)24' &56(- 7$82+$9('0+*$8&3$:2+$:6(3%62+*$(6+$<=$:8&:*:6()$
9('0+*7$>:;6+9/(:/&3*?$@?$@BA$6+5/&3B$="2$-FATHGHGCBRIDSFERSGH5/&3



6($
AZ3("-83H"HY, JH&-$")H"#

A&3(-&3HH, (&-"+),
A&3("-&3#"#%0,-1"13,
A&3("-&3H"H%0,-80)3#
A&3("-&3H"HK0)(V) W™
A&3("-&3H"HNZ, (00" 4" "4
A&3(-&3H"HNZ, (0)H0"4" "4
A&3("-&3H"HNZ, (00" 4" "4
A&3(-&3HHNZIH,)
A&3(-&3HHNZIH,)
A&3(-&3H HY-"+),
A&3(-&3H H-"+),
A&3(-E3H H-"+),
A&3("-&3H"H%3,--[0"& 1 )#
A&3("-&3H"H%3,--/0"&" 1)#
A&3("-&3H H%3H)/180&($"-$,

A&3("-&3H"#%3H#)/18Z,(0)#0"

A&3("-83H"#Y3H)/18Z, (0)H#0"4""#

A&3("-&3H"#%3#)/18Z,(0)#0"

A&3("-83H"#Y63H)/18Z, (0)H0"4""#

A3("-83H"HY3H)/18-"+),
A&3("-83H"#U#35
A&3("-83H"#U6#35
A&3("-83H"#U#35
A&3("-83H"#U6#35

A&3("-&3H"HUH35
A&3("-&3H" HUH35
A&3("-&3H"HUH35
A&3("-&3H" HUH35
A&B("-&3H HHIAZ O (8H3&(,
A&3("-&3H" #6108,
A&3("-&3H" #6108,
A&3("-&3H" #6108,
A&B("-&3H HAIS(")(
A&B("-1HYAY 14
A&B("-HHYAY 14
A&B("-1H%08-"8328(I#
A&B("-IHH0&(S" Sl
A&B("-IHA0&(S" Sl
C#,$2a()*,%,"5%0,-80)3#
C#,$2a()",%,"5%2/(&-)-#"#
C#,$2a()™ %6#/42"0(8438&(,
=-0/*$/()1%68,("0,0),)
=-0/*$/()1%68,("0,0),)
=-0/*$/()1%68,("0,0),)
=-0/*$/()1%68,("0,0),)
=-0/*$/()1%68,("0,)#
=-0/*$/()1%/-8/#

78
IB%DE<F

;L;=%76C%E<M
S7<MQFRM<F6
1U<FQMI
ANL%<XDKIJ
:B[A NI'REKM
UI<RI

:B[A NI'K<FR
A RE<DM
~_REQR
:=<<QDK<

FIQI

:B[A NI'RQFD
:B[A NIJIKQ
IU<FIRJ
S7TKR<E<<<M6

6S°JIDKI

6S'JID<R

6S°JID<<

6S°ID<K

iBIA NIKIFR
A7[ L7F<JED
A7[ L7FKRRD
A7[ L7IM<QE
A7[ 27JQQKM

[/#2(8&Z%UA#)(+)(%KERJIQ
:=<KFFIE
S7<MQQ<RRK6
S7KR<R<RRK6
6SKDRII
6S°JJD<I
6[<KFR
6S°JID<F

;B[A NIRIM<
;B[A NI'KIF<%6
;B[A NI'KIF<%7
;B[A NIIF<F
<EFKQ

;B[A NIXEK<
=<<QFQE
7ON[DRIEJI

:B[A NIREJI
A<MF

A<M<

A<MJ

A<MK
SCZKOKI<
,MEKFIE

9:<
GHIIFDIJ5<

NOP<FQ<RI5<
&HETH
GAMMKMEF5<
GYQEMM<K5<
L[QDQRK<5<
\JJQMDKQ5<
L[QDQRKR5<
GAMMKMEIS<
GAMMKMEES<
=\7R<MIJ<
ALMRDQFQ5<
S]QFDRIK5<
LNJME<FJ5<
\JJQMDKD5<
&HETH

GHEMQRRE5<

GHEMQRRM5<

GHEMQRRQ5<

GHEMQRRD5<
L[<EJ<Q<5<
|AKIMFMM5<
IAKIMFMQ5<
67QIFEKES<
67QIFEKI5<

[L<EJ<DQ5<
=\7RKQFRD
'&F*&TH
'&F*&TH
GAMMKMIMS5<
GHEMQRRK5<
GAMMKMEDS5<
GHEMQRRF5<
LNJME<FR5<
L[<EJ<DE5<
LNFIJREQKS5<
LNJME<KK5<
ALMRDQFD5<
LNJME<K<5<
=\7R<DMKQ
B6[D<KKM<5<
S]QFDRIJ5<
6[RDEEIJ5<
6[RDEEIR5<
6[RDEEIK5<
6[RDEEI<5<
ANQRKJ<D5<
L MEKFIES<

GHIIFDIK5<

GAMMKMEF5<
GYQEMM<J5<
L[QDEKDQ5<
\JJQMDKQ5<
L[QDEKDD5<
GAMMKMEI5<
GAMMKMEES<
=\7R<MIJ<

S]QFD<<D5<
LNJMEKRK5<
\JJQMDKD5<

[LRJJIFI5<

L[<ERDKQ5<

=\7RKQFRD

GAMMKMIMS5<
GHEMQRRJ5<
GAMMKMEDS5<
GHEMQRRI5<
LNJMEKRM5<
L[<EREQR5<

LNJMEKRD5<

LNJME<D<5<
=\7R<DMKQ
B6[D<KKM<5<
S]QFD<JJ5<

"HSULRI"HS& Vo)) HEBRROYE  [#)1 "-%2"18/4*"0,$"&-5

>2/4

LNJMEKEDS<
G EEFM<M5<
LNJMEKD<5<
G EEFMKR5<
G EEFMK<5<

S]QFD<QK5<
LNJMEJF<5<
GMEEFM<D5<

LNJMEKQQS5<

GMEEFM<Q5<

G EEFMKK5<

LNJMEJIE5S<
LNJMEKDF5<

LNJMEJIF5<

LNJMEJFE5<

) %@

L[QMDKIE5<
G"DIKQKMS5<
L[QMDKID5<

G"DJIKQIR5<

LNJIMEKJQ5<

LNFIJREMQ5<

GADJIKQJ<5<

LNJIMEKKF5<



References
[1] White TJ, Bruns T, Lee L, Taylor JW (1990) ification and direct ing of fungal ri RNAwamt ics, In: WWWW"WKRMlmkmewm Academic Press, New York, pp 315-322
[2] Rehner SA, Samuels GJ (1994) Taxonomy and phylogeny of Gliogladium analysed from nuclear large subunit rib DNA gical Research 98: 625-634
[3] EinchTY. 1.4.0: Geospiza, Inc.; Seattle, WA, USA; hitp:/'www.geospiza.com
[4] NCBI: National Center for Biotechnology Information, U.S. National Library of Medicine 8600 Rockville Pike, Bethesda MD, 20894 USA - hitps://www.ncbi.nlm.aih.gov/
[5] Unite: Kgljalg U, Nilsson RH, Abarenkoy. K., Tedersoo L, Taylor AFS, Bahram M, Bates ST, Bruns TD, Bengtsson-Palme J, Callaghan TM, Douglas B, Drenkhan T, Eberhardt U, Dugiias M, Grebsns, T, Griffith GW, Hartmann M, Kirk PM, Kohout P, Larsson E, Lindahl BD, Licking R, Martin MP, Matheny PB, Nguyen NH, Niskanen T, Qia J, Peay.
KG, Pgintner U, Peterson M, Pildmeaa K, Ssag L, Saar 1, Schitfiler A, Scott JA, Senés C, Smith ME, Suija A, Taylor DL, Telleria MT, Weil M, Larsson K-H. 2013. Towarduwnﬁedmdlmfolm based identification of Fungi. Molecular Ecology, DOI: 10.1111/mec. 12481
[6] LESx 1.1b: JOHAN BENGTSSON-PALME 2012-2017; Improved software detection and extraction of ITS1 and ITS2 from ribosomal ITS sequences of fungi and other for use i ing. JOHAN PALME, YILMAR YELDEE, MARTIN RYBERG, MARTIN HARTMANN, SARA BRANCO, ZHENG WANG, ANNA GODHE, YANN
BERTRAND, PiERRE DE WiT, MARISOL SANCHEZ, INGO EBERSBERGER, KEMAL SANLL, FiLire pe Souza, ERix KRISTIANSSON, KESSY ABARENKOY, K. MARTIN ERiXssON, R. HENRIK NiLsson: Methods in Ecology and Evolution, 4: 914-919, 2013 - (DOL: 10.1111/2041-210X.12073)
[7] HMMER 3.1b2 (February 2015): hup/hmmer.org/ - Copyright (C) 2015 Howard Hughes Medical Institute. Freely distributed under the GNU General Public License (GPLv3)
[8] Mafft 7.372 (used over mafft.cbre.jp)
NAKAMURA, YAMADA, ToMIL KATOH 2018 (Bioinformatics 34:2490-2492) - Parallelization of MAFFT for large-scale multiple sequence alignments.
KaToH, ROZEWICKL, YAMADA 2017 (Briefings in Bioinformatics, in press) - MAFFT online service: multiple sequence alignment, interactive sequence choice and visualization.
YAMADA, TOMIL KATOH 2016 (Bioinformatics 32:3246-3251) additional information - Application of the MAFFT sequence alignment program to large data-reexamination, of the usefulness of chained guide trees.
KATOH, STANDLEY, 2016 (Bioinformatics 32:1933-1942) - A simple method to control over-alignment in the MAFFT multiple sequence alignment program.
KATOH, STANDLEY, 2013 (Molecular Biology and Evolution 30:772-780) - MAFFT multiple sequence alignment software version 7: improvements in performance and usability.
KURAKY, ZMASEK, NisHiMURA, KATOH 2013 (Nm!ueAcmRumhu.mezx) m&cnhnmm«mewlommofmnmmtmlymmwnmmdwmnmu\lmeodmvmcumy
KAToH, FRITH 2012 (Bioinformatics 28:3144-3146) - Adding ign i using MAFFT and LAST,
Kazou, Tou 2010 (Bicinformatics 26:1899-1900) - Mkhaumermemmmﬂnplesqumﬂwlpmmm
KATOH, ASIMENGS, Toi1 2009 (Methods in Molecular Biology 537:39-64) - Multiple Align of DNA with MAFFT. In Bioi ics for DNA Sequence Analysis edited by D, Posada
KaTOH, TO# 2008 (BMC Bioinformatics 9:212) - Improved accuracy of multiple ncRNA ali by i structural i ion into a MAFFT-based framework.
KaroH, T 2008 (Briefings in Bioinformatics 9:286-298) - Recent developments in the MAFFT multiple sequence alignment program.
Karou, Tog 2007 (Bioinformatics 23:372-374) Errata - Par{Tres: an algorithm to build an approximate tree from a large number of unaligned sequences.
Karou, Kuma, Toi, MivaTa 2005 (Nucleic Acids Res. 33:511-518) - MAFFT version 5: improvement in accuracy of multiple sequence alignment.
KATQH, Misawa, KUMA, MIYATA 2002 (Nucleic Acids Res. 30:3059-3066) - mmumlnmdfwnwmnpknqmdmmhudonﬁﬂFwﬁsmfm
[9] SeqState 1.4.1: MOLLER, K (2005), SeqState - primer design and sequence statistics for phylogenctic DNA data sets. Applied Bioinformatics, 4, 65-69
[10]SIC (Simple Indel Coding): SIMMONS MP AND QCHOTERENA H (2000): Gaps as characters in sequence-based phylogenetic analyses. Syst Bigl 49: 369-381

[11]RAXML Version 8.2.10: A. STAMATAKIS: "RAXML Version 8: A tool for Phylogenctic Analysis and Post-Analysis of Large Phylogenics™. In Bioinformatics, 2014, open access link: 12014/01/21 bioi ics btu033. 7 ijkey=VTEQgUIYCDefOP
[12] Two Parameter Model & Acquisition Bias Correction: PAUL O. LEwis: A Likelihood Approach to Estimating Phylogeny from Discrete Morphological Character Data - SyﬂuulncBwhgy Volume 50, Issue 6, 1 November 2001, Pages 913-925
[13] Prank 140603:

o LOYETYNOIA A, GOLDMAN N: AN ALGORITHM FOR PROGRESSIVE MULTIPLE ALIGNMENT OF SEQUENCES WITH INSERTIONS. PROC NATL ACAD SC1 USA 2005, 102: 10557-10562. 10.1073/pNAS.0409137102

o LOYTYNOIA A, GOLDMAN N: A MODEL OF EVOLUTION AND STRUCTURE FOR MULTIPLE SEQUENCE ALIGNMENT. PHILOS TRANS R SO LOND B BIot, SC1 2008, 363: 3913-3919. 10.1098/k5T8.2008.0170

*  PHYLOGENY-AWARE ALIGNMENT WiITH PRANK (A1 LOYTYNOIA) METHODS MOt BioL. 2014;1079:155-70

Prank -F Option: LOYTYNQIA A, GOLDMAN N: Phylogeny-aware gap placement prevents errors in sequence alignment and evolutionary analysis. Science 2008, 320; 1632-1635. 10.1126/science. 1158395

[14] Partitionfinder 2.1.1:
* LANEEAR, R, FRANDSEN, P. B, WRIGHT, A. M., SENFELD, T., CALCQIT, B. (2016) RasiionFidsr 2: new methods for sclccting partitioned models of volution fommelssular and i ic analyses. biology and evolution. DOI: dx.doi.org/10.1093/molbev/msw260
*  greedy algorithm used with Partitionfinder: LANEEAR, R., CALCOTT, B., Ho, 8. Y., & GUINDON, S. (2012). PastitionEinder: bined selection of | ioning schemes and substitution models for ic analyses. biology and evolution, 29(6), 1695-1701

[15] Bayesian Information Criterion (BIC): Sciwarz, G, (1978). Estimating the dimension of a model, The Annals of Statistics, 6, 461-464

[Iﬁ]CnrntM Akaike Information Criterion (AICc):

AKAIKE, H. (1974). A new look at the statistical model identification. IEEE ions on ic Control, 19, 716-723

HURYICH, C. AND Tsal, C. (1989), Regression and time series model selection in small samples, Biometrika, 76, 297-307

SUGIURA, N. (1978). Further analysis of the data by akaike’s information criterion and the finite corrections. Communications in StafistigsTheory, and Methods, A7,13-26

MAaRK J. BREWER, ADAM BUTLER, SUSAN L. COOKSLEY, 2016- The relative performance of AIC, AICC and BIC in the presence of unobserved heterogeneity

BROWN, ] M., LEAMMON, A_R. 2007 - The importance of data partitioning and the utility of Bayes factors in Bayesian phylogenctics. Syst. Biol. 56, 643-655

[17] GTR-Model: TAYARE S. Some probabilistic and statistical problems in the analysis of DNA sequences, Lectures on mathematics in the life sciences, vol. Volume 17 Provi (RI) American Society

[18] Treegraph 2.14.0-771 beta: STOVER B C, MOLLER K F: TresGraph 2: Combining and visualizing evidence from different ic analyses. BMC Bioi ics 2010, 11:7 - DOI: 10,1186/1471-2105-11-7




Littérature

Breitenbach & Kranzlin : Champignons de Suisse, tome 4, p. 265 (1995).

Enderle : Studien in der Gattung Psathyrella VIII (2000) (sous le nom de Psathyrella canoceps).

Kauffman, C.H. 1925 : The fungus flora of Mt. Hood, with some new species. Papers of the Michigan Academy of
Sciences. 5:115-148.

Kits van Waveren : The Dutch, French and British species of Psathyrella, Persoonia p.140 (1985).

Orstadius L., Ryberg M., Larsson E. : Molecular phylogenetics and taxonomy in Psathyrellaceae (Agaricales) with focus on
psathyrelloid species — introduction of three new genera and 18 new species. Mycological Progress. 14(5/25) : 1-42
(2015).

Orstadius & Knudsen : Funga Nordica p.598-599 ( sous le nom de Psathyrella canoceps).

Iconographie

Lange : Flora Agaricina Danica (1939), planche 151 fig. E (Psathyra gordonii f. minor) et fig. C (Psathyrella pennata).
Ludwig : Pilzkompendium tome 2 (2007), fig. 98.30 A & B.

Remerciements Pablo Alvarado Garcia (Laboratoire Alvalab) ; Andreas Melzer ; Dieter Wachter.

Lange
TAB. 151

E. PSATHYRA GORDONII

F T\ . 1

\Xxf = ‘YT Lange
T (| i

/ Nl TAB. 15

C. PSATHYRA PENNATA




